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[00561 The first column in Table 1 provides the gene number in the application 
corresponding to the clone identifier. The second column in Table 1 provides a unique 
"Clone ID NO:Z" for a cDNA clone related to each contig sequence disclosed in Table 1. 
This clone ID references the cDNA clone which contains at least the 5' most sequence of 
the assembled contig and at least a portion of SEQ ID NO:X was determined by directly 
sequencing the referenced clone. The reference clone may have more sequence than 
described in the sequence listing or the clone may have less. In the vast majority of cases, 
however, the clone is believed to encode a full-length polypeptide. In the case where a 
clone is not full-length, a full-length cDNA can be obtained by methods described 
elsewhere herein. 

[0057] The third column in Table 1 provides a imique "Contig ID" identification for 
each contig sequence. The fourth column provides the "SEQ ID NO:" identifier for each 
of the contig polynucleotide sequences disclosed in Table 1. The fifth column, "ORF 
(From-To)", provides the location (i.e., nucleotide position numbers) within the 
polynucleotide sequence "SEQ ID NO:X" that delineate the preferred open reading fiiame 
(ORF) shown in the sequence listing and referenced in Table 1, column 6, as SEQ ID 
NO:Y. Where the nucleotide position number "To" is lower than tiie nucleotide position 
number "From", the preferred ORF is the reverse complement of the referenced 
polynucleotide sequence. 

[0058] The sixth column in Table 1 provides the corresponding SEQ ID NO. Y for the 
polypeptide sequence encoded by the preferred ORF delineated in colimm 5. In one 
embodiment, the invention provides an amino acid sequence comprising, or alternatively 
consisting of, a polypeptide encoded by the portion of SEQ ID NO:X delineated by "ORF 
(From-To)". Also provided are polynucleotides encoding such amino acid sequences and 
the complementary strand thereto. 

[0059] Column 7 in Table 1 lists residues comprising epitopes contained in the 
polypeptides encoded by the preferred ORF (SEQ ID NO:Y), as predicted using the 
algorithm of Jameson and Wolf, (1988) Comp. Appl. Biosci. 4:181-186. The Jameson- 
Wolf antigenic analysis was performed using the computer program PROTEAN (Version 
3.1 1 for the Power Machitosh, DNASTAR, Inc., 1228 South Park Street Madison, WI). In 
specific embodiments, polypeptides of the invention comprise, or alternatively consist of, 
at least one, two, three, four, five or more of the predicted epitopes as described in Table 
1127 
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desired to be contained in the multimer (see, e.g., US Patent Number 5,478,925, which is 
herein incorporated by reference in its entirety). Further, polypeptides of the invention may 
be routinely modified by the addition of cysteine or biotin to the C-terminus or N-terminus of 
the polypeptide and techniques known in the art may be applied to generate multimers 
containing one or more of these modified polypeptides (see, e.g., US Patent Number 
5,478,925, which is herein incorporated by reference in its entirety). Additionally, 
techniques known in the art may be applied to generate liposomes containing the polypeptide 
components desired to be contained in the multimer of the invention (see, e.g., US. Patent 
Number 5,478,925, which is herein incorporated by reference in its entirety). 
[0199] Alternatively, multimers of the invention may be generated using genetic 
engineering techniques known in the art. In one embodiment, polypeptides contained in 
multimers of the invention are produced recombinantly using fusion protein technology 
described herein or otherwise knovm in the art (see, e.g., US Patent Nxxmber 5,478,925, 
which is herein incorporated by reference in its entirety). In a specific embodiment, 
polynucleotides coding for a homodimer of the invention are generated by ligating a 
polynucleotide sequence encoding a polypeptide of the mvention to a sequence encoding a 
linker polypeptide and then further to a synthetic polynucleotide encoding the translated 
product of the polypeptide in the reverse orientation from the original C-terminus to the N- 
terminus (lacking the leader sequence) (see, e.g., US Patent Number 5,478,925, which is 
herein incorporated by reference in its entirety). In another embodiment, recombinant 
techniques described herein or otherwise known in the art are applied to generate 
recombinant polypeptides of the invention which contain a transmembrane domain (or 
hydrophobic or signal peptide) and which can be incorporated by membrane reconstitution 
techniques into liposomes (see, e.g., US Patent Number 5,478,925, which is herein 
incorporated by reference in its entirety). 

Antibodies 

[0200] Further polypeptides of the invention relate to antibodies and T-cell antigen 

receptors (TCR) which immunospecifically bind a polypeptide, polypeptide fragment, or 

variant of the invention (e.g., a polypeptide or fragment or variant of the amino acid sequence 

of SEQ ID NO:Y or a polypeptide encoded by the cDNA contained in Clone ED No:Z, and/or 

an epitope, of the present invention) as determined by immunoassays well known in the art 
1779 
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for assaying specific antibody-antigen binding. Antibodies of the invention include, but are 
not limited to, polyclonal, monoclonal, multispecific, human, humanized or chimeric 
antibodies, single chain antibodies, Fab fi-agments, F(ab') fragments, fragments produced by 
a Fab expression library, anti-idiotypic (anti-Id) antibodies (including, e.g., anti-Id antibodies 
to antibodies of the invention), intracellularly-made antibodies (i.e., intrabodies), and 
epitope-binding fragments of any of the above. The term "antibody," as used herein, refers to 
immunoglobulin molecules and immunologically active portions of immunoglobulin 
molecules, i.e., molecules that contain an antigen binding site that immunospecifically binds 
an antigen. The immunoglobulin molecules of the invention can be of any type (e.g., IgG, 
IgE, IgM, IgD, IgA and IgY), class (e.g., IgGl, IgG2, IgG3, IgG4, IgAl and IgA2) or 
subclass of immunoglobulin molecule. In preferred embodiments, the immimoglobulin 
molecules of the invention are IgGl . In other preferred embodiments, the immunoglobulin 
molecules of the invention are IgG4 . 

[0201] Most preferably the antibodies are human antigen-binding antibody fragments of 
the present invention and include, but are not limited to. Fab, Fab' and F(ab')2, Fd, single- 
chain Fvs (scFv), single-chain antibodies, disulfide-linked Fvs (sdFv) and fragments 
comprising either a VL or VH domain. Antigen-binding antibody fragments, including 
single-chain antibodies, may comprise the variable region(s) alone or in combination with the 
entirety or a portion of the following: hinge region, CHI, CH2, and CHS domains. Also 
included in the invention are antigen-binding fragments also comprising any combination of 
variable region(s) with a hinge region, CHI, CH2, and CHS domains. The antibodies of the 
invention may be from any animal origin including birds and mammals. Preferably, the 
antibodies are human, murine (e.g., mouse and rat), donkey, ship rabbit, goat, guinea pig, 
camel, horse, or chicken. As used herein, "human" antibodies include antibodies having the 
amino acid sequence of a human immimoglobulin and include antibodies isolated from 
human innmunoglobulin libraries or from animals transgenic for one or more human 
immunoglobulin and that do not express endogenous immunoglobulins, as described infra 
and, for example in, U.S. Patent No. 5,939,598 by Kucherlapati et al. 
[0202] The antibodies of the present invention may be monospecific, bispecific, trispecific 
or of greater multispecificity. Multispecific antibodies may be specific for different epitopes 
of a polypeptide of the present invention or may be specific for both a polypeptide of the 

present invention as well as for a heterologous epitope, such as a heterologous polypeptide or 
1780 
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solid support material. See, e.g., PCT publications WO 93/17715; WO 92/08802; WO 
91/00360; WO 92/05793; Tutt, et al., J. Immunol. 147:60-69 (1991); U.S. Patent Nos. 
4,474,893; 4,714,681; 4,925,648; 5,573,920; 5,601,819; Kostelny et al., J. Immunol. 
148:1547-1553 (1992). 

[0203] Antibodies of the present invention may be described or specified in terras of the 
epitope(s) or portion(s) of a polypeptide of the present invention which they recognize or 
specifically bind. The epitope(s) or polypeptide portion(s) may be specified as described 
herein, e.g., by N-terminal and C-terminal positions, or by size in contiguous amino acid 
residues, or listed in the Tables and Figures. Preferred epitopes of the invention include the 
predicted epitopes shown in colimm 7 of Table 1, as well as polynucleotides that encode 
these epitopes. Antibodies which specifically bind any epitope or polypeptide of the present 
invention may also be excluded. Therefore, the present invention includes antibodies that 
specifically bind polypeptides of the present invention, and allows for the exclusion of the 
same. 

[0204] Antibodies of tibe present invention may also be described or specified m terms of 

their cross-reactivity. Antibodies that do not bind any other analog, ortholog, or homolog of 

a polypeptide of the present invention are included. Antibodies that bind polypeptides with 

at least 95%, at least 90%, at least 85%, at least 80%, at least 75%, at least 70%, at least 65%, 

at least 60%, at least 55%, and at least 50% identity (as calculated using methods known in 

the art and described herein) to a polypeptide of the present invention are also included in the 

present invention. In specific embodiments, antibodies of the present invention cross-react 

with murine, rat and/or rabbit homologs of human proteins and the corresponding epitopes 

thereof Antibodies that do not bind polypeptides with less than 95%, less than 90%, less than 

85%, less than 80%, less than 75%, less than 70%, less than 65%, less than 60%, less than 

55%, and less than 50% identity (as calculated using methods known m the art and described 

herein) to a polypeptide of the present invention are also included in the present invention. 

In a specific embodiment, the above-described cross-reactivity is with respect to any suigle 

specific antigenic or immunogenic polypeptide, or combination(s) of 2, 3, 4, 5, or more of the 

specific antigenic and/or immunogenic polypeptides disclosed herein. Further included in the 

present invention are antibodies which bind polypeptides encoded by polynucleotides which 

hybridize to a polynucleotide of the present invention under stringent hybridization 

conditions (as described herein). Antibodies of Hie present invention may also be described 
1781 



wo 01/90304 



PCT/USOl/16450 



[0255] Techniques for conjugating such therapeutic moiety to antibodies are well known. 
See, for example, Amon et al, "Monoclonal Antibodies For Immunotargeting Of Drugs In 
Cancer Therapy", in Monoclonal Antibodies And Cancer Therapy, Reisfeld et al. (eds.), pp. 
243-56 (Alan R. Liss, Inc. 1985); Hellstrom et al., "Antibodies For Drug Delivery", in 
Controlled Drug Delivery (2nd Ed.), Robinson et al. (eds.), pp. 623-53 (Marcel Dekker, Inc. 
1987); Thorpe, "Antibody Carriers Of Cytotoxic Agents In Cancer Therapy: A Review", in 
Monoclonal Antibodies '84: Biological And Clinical Applications, Pinchera et al. (eds.), pp. 
475-506 (1985); "Analysis, Results, And Future Prospective Of The Therapeutic Use Of 
Radiolabeled Antibody In Cancer Therapy", in Monoclonal Antibodies For Cancer 
Detection And Therapy, Baldwin et al. (eds.), pp. 303-16 (Academic Press 1985), and Thorpe 
et al., "The Preparation And Cytotoxic Properties Of Antibody-Toxin Conjugates", 
Immunol. Rev. 62:119-58 (1982). 

[0256] Alternatively, an antibody can be conjugated to a second antibody to form an 
antibody heteroconjugate as described by Segal in U.S. Patent No. 4,676,980, which is 
incorporated herein by reference in its entirety. 

[0257] An antibody, with or without a therapeutic moiety conjugated to it, administered 
alone or in combination with cytotoxic factor(s) and/or cytokine(s) can be used as a 
therapeutic. 

Immunophenotyping 

(02581 The antibodies of the invention may be utilized for immunophenotyping of cell 

lines and biological samples. Translation products of the gene of the present invention may 

be useful as cell-specific markers, or more specifically as celMar markers that are 

differentially expressed at various stages of differentiation and/or maturation of particular 

cell types. Monoclonal antibodies directed against a specific epitope, or combination of 

epitopes, will allow for the screening of cellular populations expressing the marker. Various 

techniques can be utilized using monoclonal antibodies to screen for cellular populations 

expressing the marker(s), and inchide magnetic separation using antibody-coated magnetic 

beads, "panning" with antibody attached to a solid matrix (i.e., plate), and flow cytometry 

(See, e.g., U.S. Patent 5,985,660; and Morrison etal. Cell, P5:737-49 (1999)). 

[0259] These techniques allow for the screening of particular populations of cells, such as 

might be found with hematological malignancies (i.e. minimal residual disease (MRD) in 
1802 
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acute leukemic patients) and "non-self cells in transplantations to prevent Graft-versus-Host 
Disease (GVHD). Alternatively, these techniques allow for the screening of hematopoietic 
stem and progenitor cells capable of undergoing proliferation and/or differentiation, as might 
be found in human umbilical cord blood. 

Assays For Antibody Binding 

[0260J The antibodies of the invention may be assayed for immunospecific binding by 
any method known in the art. The immunoassays which can be used include but are not 
limited to competitive and non-competitive assay systems using techniques such as western 
blots, radioimmunoassays, ELISA (enzyme linked immunosorbent assay), "sandwich" 
immunoassays, immunoprecipitation assays, precipitin reactions, gel diffusion precipitin 
reactions, immunodiffusion assays, agglutination assays, complement-fixation assays, 
immunoradiometric assays, fluorescent immunoassays, and protein A immunoassays, to 
name but a few. Such assays are routine and well known in the art (see, e.g., Ausubel et al, 
eds, 1994, Current Protocols in Molecular Biology, Vol. 1, John Wiley & Sons, Inc., New 
York, which is incorporated by reference herein in its entirety). Exemplary immunoassays 
are described briefly below (but are not intended by way of limitation). 
[0261] Immimoprecipitation protocols generally comprise lysing a population of cells in a 
lysis buffer such as RIPA buffer (1% NP-40 or Triton X- 100, 1% sodium deoxycholate, 
0.1% SDS, 0.15 M NaCl, 0.01 M sodium phosphate at pH 7.2, 1% Trasylol) supplemented 
with protein phosphatase and/or protease inhibitors (e.g., EDTA, PMSF, aprotinin, sodium 
vanadate), adding the antibody of interest to the cell lysate, incubating for a period of time 
(e.g., 1-4 hours) at 4° C, adding protein A and/or protein G sepharose beads to the cell lysate, 
incubating for about an hour or more at 4° C, washing the beads in lysis buffer and 
resuspending the beads in SDS/sample buffer. The ability of the antibody of interest to 
immunoprecipitate a particular antigen can be assessed by, e.g., western blot analysis. One 
of skill in the art would be knowledgeable as to the parameters that can be modified to 
increase the binding of the antibody to an antigen and decrease the background (e.g., pre- 
clearing the cell lysate with sepharose beads). For further discussion regarding 
immunoprecipitation protocols see, e.g., Ausubel et al., eds., (1994), Current Protocols in 
Molecular Biology, Vol. 1, John Wiley & Sons, Inc., New York, section 10.16.1. 
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Methods for Detecting Diseases. Including Cancer 

[0391] In general, a disease may be detected in a patient based on the presence of one or 
more proteins of the invention and/or polynucleotides encoding such proteins in a biological 
sample (for example, blood, sera, urine, and/or tumor biopsies) obtained from the patient. In 
other words, such proteins may be used as markers to indicate the presence or absence of a 
disease or disorder, including cancer and/or as described elsewhere herein. In addition, such 
proteins may be useful for the detection of other diseases and cancers. The binding agents 
provided herein generally permit detection of the level of antigen that binds to the agent in 
the biological sample. Polynucleotide primers and probes may be used to detect the level of 
mKNA encoding polypeptides of the invention, which is also indicative of the presence or 
absence of a disease or disorder, including cancer. In general, polypeptides of the invention 
should be present at a level that is at least three fold higher in diseased tissue than in normal 
tissue. 

[0392] There are a variety of assay formats known to &ose of ordinary skill in the art for 
using a binding agent to detect polypeptide markers in a sample. See, e.g., Harlow and Lane, 
supra. In general, the presence or absence of a disease in a patient may be determined by (a) 
contacting a biological sample obtained from a patient with a binding agent; (b) detecting in 
the sample a level of polypeptide that binds to the binding agent; and (c) comparing the level 
of polypeptide with a predetermined cut-off value. 

[0393] In a preferred embodiment, the assay involves the use of a binding agent(s) 
immobilized on a soUd support to bind to and remove the polypeptide of the invention from 
the remainder of the sample. The boimd polypeptide may then be detected using a detection 
reagent that contains a reporter group and specifically binds to the binding agent/polypeptide 
complex. Such detection reagents may comprise, for example, a binding agent that 
specifically binds to the polypeptide or an antibody or other agent that specifically binds to 
the binding agent, such as an anti-immxmoglobulin, protein G, protein A or a lectin. 
Alternatively, a competitive assay may be utilized, in which a polypeptide is labeled with a 
reporter group and allowed to bind to the immobilized binding agent after incubation of the 
binding agent with the sample. The extent to which components of the sample inhibit the 
binding of tiie labeled polypeptide to the binding agent is indicative of the reactivity of the 
sample with the immobilized binding agent. Suitable polypeptides for use within such assays 
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